11.30 Density-based hierarchical
clustering of pyro-sequences on a
large scale - the case of fungal ITS1
Marco Pagni (Swiss Institute of
Bioinformatics, Switzerland)

12.00 Next Generation Sequencing data
analysis pipline at CNAG
Sergi Beltran Agullo (Cenfro
Nacional de Andlisis Genomica,
Spain)

12.30 An epigenetic mechanism for
generating genetic variation in fungi
Manuel Santos (University of Aveiro,
Portugal)

13.00 LUNCH

PARALLEL SESSION — PHD STUDENT SESSION
chair Tuohy K. (FEM)

15.00 The smooth, the rough and the ugly-
fungal pathogenic phenotypes
revisited
Valentina Cappelletti (FEM)

15.20 Gut microbiota and ageing
Simone Rampelli (Universitd di
Bologna)

15.40 Out of Africa: towards a
comparative primates
metagenomics
Florencia Ceppa (FEM)

16.00 The acetic acid microbiome
associated to the emerging pest
Drosophila suzukii
Violetta Vacchini (Universita Statale
di Milano)

16.20 Insights into Drosophila-Wolbachia
interactions: innovative strategies
for Insect Pest Management
Kaur Rupinder (FEM)

16.40 SYMBIOMES ROUNDTABLE: DISCUSSION
AND CLOSURE

PARALLEL SESSION - SYBARIS WORKSHOP:
SYSTEMS BIOLOGY OF HOST FUNGUS
INTERACTIONS IN HEALTH AND DISEASE chair:
Rizzetto L. (FEM)

Sybaris members restricted conclusive
meeting

15.00 Evolution of antifugal drug
resistance in Candida
Tobias Weil (University of Aveiro,
Portugal)

15.30 Understanding fungal allergens for
novel immunotherapies
Maria Diaz Torres (AlerGenetica SL,
Spain)

16.00 Wrapping up and designing the
road ahead.
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11th MARCH, MONDAY

08.30 REGISTRATION

09.30 Welcome to San Michele and introduction
to the FIRS>T PhD program
Francesco Salamini and Roberto Viola
(FEM)

10.00 The role of dendritic cells from the gut in
discriminating friends from foes
Maria Rescigno (European Institute of
Oncology, Milan)

SESSION 1 - TOOLBOXES FOR THE DETECTION OF HOST
MICROBE INTERACTION chair Cavalieri D. (FEM)

11.00 Long range 454 based-16s sequencing
applications in metagenomics
Massimo Pindo (FEM)

11.30 MALDI-TOF MS characterization and typing
of fungal human pathogens
Lorenza Putignani (Ospedale Pediatrico
Bambin Gesu, Rome)

12.00 Metabolomics applications for
metagenomic studies
Cristina Andres-Lacueva (University of
Barcelona)

12.30 MACS® technologies: tools for a complete
workflow in the research laboratory
Enrico Ghersi (Miltenyi Biotec S.r.l.)

13.00 LUNCH

SESSION 2 - PLANT MICROBIOMES chair Pertot I.
(FEM)

15.00 The signaling pathways regulating plant
fungus interactions mycorrhizaz
Paola Bonfante (CNR)

15.30 Plant endophitic microbiota
Andrea Campisano (FEM)

16.00 Plants defenses against microbes, ancient
precursors of innate immune functions
Mickael Malnoy (FEM)

16.30 Plant reactions to fungal infections in the
grape Symbiome
Michele Perazzolli (FEM)

SYMBIOME WELCOME PARTY

12th MARCH, TUESDAY

SESSION 1 - HOST MICROBE INTERACTIONS:
INVERTEBRATE VECTORS chair Hauffe H. (FEM)

09.30 The insect microbiome
Daniele G. Daffonchio (Universita Statale di
Milano)

10.00 What next? Searching for new vector
borne pathogens with high epidemic
potential
Annapaola Rizzoli (FEM)

10.30 Helminths as vectors of bacteria
Sara Perkins (FEM)

11.00 Social wasps, winter sanctuary and mating
nest of the wine yeast
Irene Stefanini (FEM)

11.30 Biodiversity of the vineyard’'s microbiome
Ana C. Gomes (Biocant Associacdo de
Transferéncia de Tecnologia, Portugal)

12.00 DISCUSSION

13.00 LUNCH

SESSION 2 - HOST MICROBE INTERACTIONS: THE
MAMMALIAN VECTORS chair De Filippo C. (FEM)

15.00 Feeding your gut microflora for improved
health, how does your guardian grow
Kieran Tuohy (FEM)

15.30 Biogeography and diversity of the human
microbiome characterized by shotgun
metagenomics
Nicola Segata (Universita di Trento)

16.00 Bioinformatics mining unknown microbial
functions in large metagenomics datasets
Matteo Ramazzoftti (Universita di Firenze)

16.30 Comparative functional genomics of
Escherichia coli and Salmonella enterica
serovar typhimurium as a tool to discover
the rules of commensalisms and
pathogenicity
Kristof Engelen (FEM)

17.00 Transcriptional rewiring in Neisseria
meningitidis upon exposure to human
blood
Alessandro Muzzi (Novartis Vaccines)

17.30 Evolutionary genomics of S. cerevisiae
populations of the human gut - genome
evolution of pathogenicity related traits
Luisa Berna (Universita di Firenze)

13th MARCH, WEDNESDAY

SYSTEMS BIOLOGY OF HOST FUNGUS INTERACTIONS IN
HEALTH AND DISEASE chair Pascal Kahlem (EBI-
EMBL, UK)

09.30 Emerging fungal infections in human
patients
Paul Bowyer (Manchester University, UK)

10.00 Systems metagenomics of human fungal
populations: passengers colonizers and
invaders
Duccio Cavalieri (FEM)

10.30 Systems Biology in the era of Next
Generation Sequencing
Misha Kapushesky (EBI-EMBL, UK)



