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     September 18 
MINISYMPOSIUM II
Evolutionary genomics and archaeogenetics    
Chairs: Francesco Montinaro & Beniamino Trombetta

Origins and dispersal of domestic cats to Europe
as revealed by ancient DNA 
Claudio Ottoni, University of Rome - Tor Vergata

Ancient DNA and archaeogenomics to reveal the
history of unique samples and archaeological
sites  
Anna Olivieri, University of Pavia

Linking Europe's present-day phenotypic
landscape with ancient DNA
Davide Marnetto, University of Turin

Selected poster presentations

09:00-10:50

09:00-09:30           
                    
                           

09:30-10:00       
                            
               
           
10:00-10:30

10:30-10:50               

The origin of social inequalities in Northern Italy:
Clues from ancient genomes 
Maria Teresa Vizzari, University of Ferrara

Robertsonian translocation was the major cause 
of neocentromere formation during the evolution 
of Hartmann’s zebra
Marialaura Biundo, University of Pavia

Coffee break & poster viewing (even numbers)

MINISYMPOSIUM III
Microbial genomics
Chairs: Cristina Dallabona & Dina Bellizzi

Yeasts pangenomics
Duccio Cavalieri, University of Florence

Unlocking the microbiome: The role of
metagenomics, today and tomorrow
Edoardo Pasolli, University of Naples - Federico II

Viruses, host-virus interactions, and microbiome
functioning in marine context
Paola Venier, University of Padua

Selected poster presentations

A workflow for bacteria ONT long-reads analysis
reveals genome-wide methylation motifs and
functional patterns
Emanuele Bosi, University of Genoa

Oral bacterial genome evolution during the
Neolithic transition
Patrícia Alexandra Silva Santos, University of Pavia

Lunch Break

MINISYMPOSIUM IV 
Genome stability and chromatin dynamics
Chairs: Michela Clerici & Antonella Sgura

Exploring the roles of telomeric RNAs in genome
stability and telomere function
Emilio Cusanelli, University of Trento

From DNA damage to eccDNA: A universal 
mechanism driving tandem Repeat instability 
Ylli Doksani, IFOM Milan

Transcription/replication conflicts and 
chromosomal instability
Jessica Marinello, University of Bologna

Selected poster presentations

Loss of autophagy impairs DNA damage response
via defective AKT-TIP60-ATM signaling
Susanna Ambrosio, University of Naples

DNA methylation loss leads to chromosomal
instability and drives defects in cell nucleus
structure and mechanics
Serena Gargano, University of Palermo

Presentation Vazyme: Exploring the functional role 
of human miRNome in lung cancer aggressiveness
Roberto Cuttano, ‘Casa Sollievo della Sofferenza’ Hospital
 
Social Dinner

10:30-10:40

10:40-10:50       
                    
        
                          
10:50-11:50                                       

11:50-13:40

            
       
11:50-12:20     
                            

12:20-12:50        
            
            
                              
12:50-13:20  

    

13:20-13:40 

13:20-13:30

13:30-13:40

13:40-15:10 

15:10-17:00 
 
 

15:10-15:40 

 
 
15:40-16:10  
  

16:10-16:40  
 
  
 
16:40-17:00 

16:40-16:50 

16:50-17:00 

17:00-17:10

 
             20:30                              

09:00-10:50   
                             
                              

09:00-09:30        
                              
                             
                             
09:30-10:00       
             

10:00-10:30       
                                            

10:30-10:50 

10:30-10:40   

10:40-10:50

10:50-11:50    

11:50-12:30       
                                   
                       

11:50-12:00

12:00-12:10

12:10-12:20

12:20-12:30

12:30-13:15

13:15-13:30

    September 19 
MINISYMPOSIUM V
Plant Genomics
Chairs: Michele Morgante & Martin Kater

BARVISTA combines cell-resolved transcriptomics 
with gene expression imputation to uncover gene
regulatorynetworks in barley  
Rüdiger Simon, University of Düsseldorf 

Origin and evolution of cultivated plants 
Roberto Papa, Marche Polytechnic University

Towards an unbiased characterization of genetic
polymorphisms 
Magnus Norborg, Austrian Academy of Science, Vienna

Selected poster presentations

AUXIN RESPONSE FACTOR 11/MONOPTEROS
(OsARF11/MP) positively regulates inflorescence
branching in Oryza sativa
Maurizio Di Marzo, University of Milan

Pan-centromeres of cultivated and wild grapevine
accessions allowed the study of evolution of elusive
regions
Mario Liva, University of Udine

Coffee break & poster viewing (Odd Numbers)

Selected poster presentations: General genetics 
and genomics
Chairs: Barbara Majello, Rossella Tricarico, 
Antonio Torroni, Maria Pia Longhese

Uncovering balanced structural variants 
in infertility with Single-cell Strand sequencing
Annalisa Paparella, University of Bari

Evolutionary conservation of sex determination
genes in invasive Aedes mosquitoes: insights into
fruitless and doublesex genes
Varone Marianna, University of Naples

Saccharomyces cerevisiae as a model to confirm
the hypothesis of NUTF2 gene involvement in new
cases of Dominant Optic Atrophy
Ilenia Notaroberto, University of Parma

Exploring lamins role in the interplay between
chromatin architecture and DNA damage response
Giovanni Di Fusco, University of Naples

CLOSING KEYNOTE              
Chair: Rossella Tricarico
 
Understanding cancer evolution through
multiomics genotype-phenotype tumour maps  
Mattheiu Foll, IARC, Lyon, France

Closing remarks
Giuseppe Passarino, AGI president

Best Poster Award Ceremony

     September 17
Registration + Poster Mounting
 
Welcome Address
Giuseppe Passarino, AGI President
In Memory of Sergio Pimpinelli
 
OPENING KEYNOTE
Chair: Francesco Nardi

The story of the discovery of microRNA: several
cases of serendipity
Giuseppe Macino, University of Rome - La Sapienza
 
MINISYMPOSIUM I
Epigenetics variability
Chairs: Viviana Barra & Alessandra Pollice

Dietary regulation of epigenetic modifications
Katia Petroni, University of Milan 

Dysfunctional chromatin landscape in human
diseases 
Chiara Lanzuolo, The Institute for Biomedical Technologies, CNR

Class IIa HDACs and senescence complexity
Claudio Brancolini, University of Udine

Selected poster presentations

Long-term predictive power of DNA methylation
for age estimation
Pierluigi Mercatante, University of Calabria

Identification of salivary microRNAs as potential
biomarkers of stress during immersive virtual
reality induction
Maria Carla Gerra, University of Parma

AGI assembly
Aula Magna ‘Aldo Cossu’, University of Bari Aldo Moro
Via Scipione Crisanzio 1, 70122 Bari (BA), Italy

12:00-13:30       

13:30-14:15       
                             

14:15-15:00      
                     

                          

15:00-16:50   

15:00-15:30       

15:30-16:00   

   
16:00-16:30       

 
16:30-16:50

16:30-16:40    

16:40-16:50

17:15-18:45  

https://www.youtube.com/watch?v=f5jgHPZxGMA&pp=0gcJCfwAo7VqN5tD

